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Date: 19th of Nov. (Tue); 17:00 – 18:00 (presented in English)
11月19日（火）午後5時～6時
Place：University of Tokyo, Science Building 2, Room 201
東京大学 理学部2号館 第一講義室（２０１号室）
Summary: Nodal/TGFβ signaling regulates diverse biological responses including mesendoderm induction, left-right specification, neural patterning and stem cell pluripotency. By combining RNA-seq on both Foxh1 and Nodal signaling loss-of-function embryos, together with ChIP-seq of Foxh1 and Smad2/3, we provide the first comprehensive genome-wide view of the action of Nodal signaling in vertebrate mesendoderm development. Our findings significantly increase the total number of Nodal target genes regulated by Foxh1 and Smad2/3 and reinforce the notion that Foxh1-Smad2/3-mediated Nodal signaling directly coordinates the expression of a cohort of genes involved in the control of gene transcription, signaling pathway modulation, and tissue morphogenesis during gastrulation. We further discovered that the role of Foxh1 is much more complex than anticipated - not only is it involved in mediating Nodal signaling via Smad2/3, but also has novel dual functions that are independent of Nodal signaling.
問合せ先：東大･院理・生物科学　平良眞規　（03-5841-4434）
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